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SGSC Steering Committee
Teleconference

November 19, 2007

I. Participants:  A. Archibald, M. Caccamo, P. Chardon, K. Eversole, R. Green, D. Hamernik, S. Humphray, S. Martin, D. Milan, J. Rogers, L. Schook, and M. Stratton.
II.  Action Items:

1) Stratton will identify someone from Sanger to attend the PAG meetings in San Diego in January 2008 to give an update on sequencing and annotation.
2) Martin will determine when the facilities at Hinxton are available for an annotation jamboree in the Spring of 2008.
III.
Update on Sequencing: Humphray reported that 11,819 clones had been selected for sequencing which represents about 75% of the map. About 6,378 clones have been sequenced for a total of 927Mb. About 2,301 clones have been sequenced to the “improved” state and 4,077 clones have been sequenced to the 4X draft state. A total of 48.5Mb of sequence is of finished quality. The lab has been averaging 553.6 clones sequenced per month for the last 5 months. This number may increase slightly over the next 4-5 months due to an increasing buffer of available clones to be sequenced. Making the libraries and sequencing remain the major bottlenecks in the process. They have been trying to pick ~1,000 clones per month to increase the buffer of available clones for sequencing. Humphray estimates that at this rate, a total of 18,000 clones will be sequenced by sometime in the Autumn of 2009. He also said that they are trying to finish the “improved” sequence of SSC4, 7, and 14 by the end of 2007 as part of the EU SABRE grant. They have <1,000 clones from the MTP for each of SSC7 & 14. The map has been standing up very well. Only a few anomalies have been found in the map to date.

Schook reminded the group that Stratton is the Project Director of the Pig Project at Sanger until another person is identified to fill this position. Stratton thanked Humphray for all of his work on the pig project and said that he was sorry that Humphray was leaving for another position. Stratton will work to identify another person to fill Humphray’s position at Sanger. He also said that additional sequencing capacity at Sanger could be filled with pig clones or with clones from another project. Their goal is to sequence an average of 550 pig clones per month. Stratton indicated that Sanger would send a representative to the Plant & Animal Genome meetings in San Diego in January 2008.

IV. Annotation Update: Caccamo reported that he recently moved to EBI to work with the Bioinformatics and Annotation groups. His position is currently advertised and should be filled in January 2008. 

Two new chromosomes (SSC13 & X) were released into the pre-ensemble website after the meeting in Paris in October. Archibald asked if there would be another update before the PAG meetings in January 2008. Caccamo said that they will try to update the existing SSC with more contiguous sequence in pre-ensemble rather than add new SSC before January 2008. 

Schook asked if anyone had talked to Tim Hubbard regarding a jamboree for manual annotation of the swine sequence in the Spring of 2008. Martin will check to see when the facilities at Hinxton are available for a jamboree. Schook would like to announce the date of the jamboree at the PAG meetings in January 2008. The purpose of the Hinxton swine annotation jamboree would be to train people to perform manual annotations using sequence on SSC4, 7, and 14. It is desirable to have as much sequence as possible before the annotation jamboree. SSC7 and 14 are expected to be completed by the end of 2007 and could be automatically annotated soon thereafter. Caccamo indicated that Vega or Ensemble would be used to display the manual annotations rather than a separate, dedicated website.
V.  SNP Update: Schook reported that Koohmarie (USDA-ARS-MARC, Clay Center, NE) talked to Boggess at NPB about contributing financial support toward a 50K SNP chip from Illumina. The 50K SNP chip would contain all of the SNP that are in the public domain by February 1, 2008. Schook and Koohmarie will meet on November 26 to discuss this further. Rohrer has conducted a lot of SNP discovery at MARC. Schook asked if Bendixen’s data were in dbSNP. The answer was not known. Milan stated that the Genoscope SNP were not yet in the public domain but he expects that they will be deposited in dbSNP by February 1, 2008. They obtained their last sequences about 2-3 months ago and they are still analyzing their data. Thus far, the quality of the in silico SNP appear to be very good. About 80% of the SNP have been validated and are polymorphic. Archibald asked about intellectual property issues associated with SNP on the 50K chip that is available to the public. Monsanto and PIC may contribute some SNP to the 50K chip, but they would they would not have rights to any discoveries made by other investigators with the 50K chip.


Schook asked for estimates of the market for the 50K porcine SNP chip. The price of the chips will be influenced by the potential market size for the chips. Illumina will probably expect a market demand of at least 10-15,000 chips. The market for bovine SNP chips was about 40-50,000 chips.
VI. Other: Schook said that he was working on minutes from the SGSC meeting in Paris and the next issue of the newsletter. He expects to distribute both items this week.


Schook announced that he has obtained more time for the SGSC meeting at PAG on Sunday, January 14, 2008. He asked Caccamo or someone from Sanger to give a demonstration of the annotation process at Sanger/EBI. He also asked Stratton for someone from Sanger to give an update on the sequencing project. At the PAG meetings, Schook would like to announce the date of the Hinxton jamboree on manual annotation of the swine genome.


Humphray’s last day at Sanger will be December 5. He will be moving to Illumnia in England. Hamernik and Schook thanked Humphray for all of his effort to launch the swine genome sequencing project and keep it on track. Everyone wished Humphray well in his new position.
VII. Next Conference Call: Monday, December 17 at 8:00 a.m. Eastern US. 

